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The big picture
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Inverse problems

DEM Calculated response
of Susceptibility Gridded
i S DN Voxel Observed

T LIVE NEXT TO A WALL. OF ROCK 20 MILES
THICK. THERES NO WAY AROUND OR OVER IT.
I™M TRAPPED ON‘ THIS SIDE. FOREVER.

T STUDY THE STUFF ON THE OTHER SIDE.
MANTLE GEOLOGY SEEMS LIKE

THE MOST FRUSTRATING FIELD g(x) = J' K(x, y)f(y)dy
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Inference frameworks

Wright-Fisher process at the core
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Problem

The Wright-Fisher process is wrong!
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Cole-escent theory
Inspired by GENOME 551 with Cole Trapnell
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Cole-escent theory

Question s How many
ontil  all
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Cole-escent theory
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Coalescent theory
Only slightly fancier
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Coalescent theory

Watch those factors of 2!
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Coalescent theory

Updating the previous results
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Coalescent theory

Population size determines coalescence rate
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Coalescent theory

Population size determines coalescence rate
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Coalescent theory

Mutations
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Coalescent theory

Genetic diversity
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Coalescent theory

Genetic diversity
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Coalescent theory

Genetic diversity




Recap

Good to know for homework
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Next time

The Coa/esceq 7"
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